
class_name

31 OPC−Oligo10

cell_count

01 IT−ET Glut1

avg_prob

09 CNU−LGE GABA6

33 Vascular11

06 CTX−CGE GABA4

08 CNU−MGE GABA5

10 LSX GABA7

30 Astro−Epen9

05 OB−IMN GABA3

02 NP−CT−L6b Glut2

23 P Glut8

1445

   3

   3

   3

   2

   2

   2

   2

   2

   1

   1

0.9991972

0.9833333

0.9700000

0.9566667

1.0000000

1.0000000

1.0000000

0.9900000

0.8750000

1.0000000

1.0000000

Cluster 0

class_name

11 CNU−HYa GABA9

cell_count

12 HY GABA10

avg_prob

13 CNU−HYa Glut11

14 HY Glut12

24 MY Glut17

10 LSX GABA8

19 MB Glut14

05 OB−IMN GABA4

09 CNU−LGE GABA7

27 MY GABA19

08 CNU−MGE GABA6

23 P Glut16

18 TH Glut13

26 P GABA18

20 MB GABA15

07 CTX−MGE GABA5

03 OB−CR Glut3

28 CB GABA20

01 IT−ET Glut1

02 NP−CT−L6b Glut2

656

266

216

145

 57

 22

 13

 10

  7

  4

  4

  4

  3

  2

  2

  2

  1

  1

  1

  1

0.9792835

0.9643985

0.9849074

0.9780690

0.8812281

0.9372727

0.8646154

0.8010000

0.8142857

1.0000000

0.9550000

0.6100000

1.0000000

0.7000000

0.6750000

0.5650000

1.0000000

0.7200000

0.7100000

0.5700000

Cluster 1

class_name

05 OB−IMN GABA3

cell_count

11 CNU−HYa GABA7

avg_prob

09 CNU−LGE GABA5

02 NP−CT−L6b Glut2

10 LSX GABA6

01 IT−ET Glut1

18 TH Glut9

08 CNU−MGE GABA4

12 HY GABA8

30 Astro−Epen10

1343

   6

   4

   2

   2

   1

   1

   1

   1

   1

0.9992628

0.8916667

0.8675000

1.0000000

1.0000000

1.0000000

1.0000000

0.9100000

0.7100000

0.5100000

Cluster 2
class_name

09 CNU−LGE GABA6

cell_count

11 CNU−HYa GABA8

avg_prob

05 OB−IMN GABA3

10 LSX GABA7

13 CNU−HYa Glut10

12 HY GABA9

24 MY Glut13

01 IT−ET Glut1

08 CNU−MGE GABA5

14 HY Glut11

18 TH Glut12

07 CTX−MGE GABA4

02 NP−CT−L6b Glut2

1108

  84

  22

  21

  13

   9

   7

   6

   6

   5

   1

   1

   1

0.9891787

0.8810714

0.8604545

0.9719048

0.8300000

0.7844444

0.6742857

0.9033333

0.8533333

0.9180000

1.0000000

0.9900000

0.6300000

Cluster 3

class_name

10 LSX GABA8

cell_count

11 CNU−HYa GABA9

avg_prob

24 MY Glut16

01 IT−ET Glut1

09 CNU−LGE GABA7

13 CNU−HYa Glut11

05 OB−IMN GABA3

12 HY GABA10

02 NP−CT−L6b Glut2

08 CNU−MGE GABA6

19 MB Glut14

20 MB GABA15

27 MY GABA17

33 Vascular18

14 HY Glut12

18 TH Glut13

06 CTX−CGE GABA4

07 CTX−MGE GABA5

1015

  49

  18

   9

   8

   7

   5

   3

   3

   2

   2

   2

   1

   1

   1

   1

   1

   1

0.9837734

0.8693878

0.7583333

0.7366667

0.7912500

1.0000000

0.7960000

0.7466667

0.6500000

0.8450000

0.8050000

0.5800000

1.0000000

1.0000000

0.9100000

0.8900000

0.6500000

0.4900000

Cluster 4
class_name

34 Immune18

cell_count

05 OB−IMN GABA3

avg_prob

11 CNU−HYa GABA7

10 LSX GABA6

12 HY GABA8

14 HY Glut10

13 CNU−HYa Glut9

08 CNU−MGE GABA4

09 CNU−LGE GABA5

01 IT−ET Glut1

24 MY Glut14

02 NP−CT−L6b Glut2

31 OPC−Oligo16

18 TH Glut11

33 Vascular17

19 MB Glut12

27 MY GABA15

20 MB GABA13

941

 39

 18

 11

  9

  6

  6

  5

  5

  4

  4

  3

  2

  1

  1

  1

  1

  1

0.9982997

0.9997436

0.9550000

0.9863636

0.9500000

0.9700000

0.8800000

0.9380000

0.9360000

0.8275000

0.7325000

1.0000000

0.7450000

1.0000000

1.0000000

0.7400000

0.4600000

0.4500000

Cluster 5 class_name

24 MY Glut17

cell_count

13 CNU−HYa Glut11

avg_prob

11 CNU−HYa GABA9

27 MY GABA19

12 HY GABA10

14 HY Glut12

08 CNU−MGE GABA6

23 P Glut16

26 P GABA18

10 LSX GABA8

19 MB Glut14

20 MB GABA15

01 IT−ET Glut1

28 CB GABA20

09 CNU−LGE GABA7

07 CTX−MGE GABA5

06 CTX−CGE GABA4

17 MH−LH Glut13

05 OB−IMN GABA3

03 OB−CR Glut2

155

111

 92

 88

 76

 71

 38

 23

 13

 12

  7

  5

  4

  3

  3

  2

  1

  1

  1

  1

0.9469677

0.9863964

0.9472826

0.9759091

0.9547368

0.9497183

0.9523684

0.9886957

0.9400000

0.9008333

0.9300000

0.6460000

0.8500000

1.0000000

0.8966667

0.5750000

0.8900000

0.6300000

0.5800000

0.5000000

Cluster 6

class_name

31 OPC−Oligo3

cell_count

07 CTX−MGE GABA1

avg_prob

30 Astro−Epen2

685

  1

  1

0.9989343

1.0000000

0.9800000

Cluster 7

class_name

01 IT−ET Glut1

cell_count

24 MY Glut12

avg_prob

11 CNU−HYa GABA7

12 HY GABA8

10 LSX GABA6

09 CNU−LGE GABA5

13 CNU−HYa Glut9

02 NP−CT−L6b Glut2

20 MB GABA11

19 MB Glut10

27 MY GABA13

08 CNU−MGE GABA4

03 OB−CR Glut3

629

 14

  8

  6

  5

  4

  4

  3

  2

  2

  1

  1

  1

0.9826868

0.7778571

0.6325000

0.8800000

0.8300000

0.9475000

0.6425000

0.9233333

0.5100000

0.3800000

0.6900000

0.6200000

0.5700000

Cluster 8
class_name

05 OB−IMN GABA2

cell_count

11 CNU−HYa GABA6

avg_prob

01 IT−ET Glut1

10 LSX GABA5

09 CNU−LGE GABA4

12 HY GABA7

14 HY Glut9

13 CNU−HYa Glut8

18 TH Glut11

08 CNU−MGE GABA3

15 HY Gnrh1 Glut10

23 P Glut12

24 MY Glut13

623

  6

  6

  6

  3

  2

  2

  2

  2

  1

  1

  1

  1

0.9904815

0.8650000

0.8466667

0.8333333

0.7633333

0.9950000

0.9700000

0.8500000

0.8400000

1.0000000

1.0000000

0.5200000

0.3400000

Cluster 9
class_name

01 IT−ET Glut1

cell_count

24 MY Glut15

avg_prob

19 MB Glut13

11 CNU−HYa GABA9

12 HY GABA10

10 LSX GABA8

04 DG−IMN Glut3

02 NP−CT−L6b Glut2

05 OB−IMN GABA4

08 CNU−MGE GABA6

13 CNU−HYa Glut11

07 CTX−MGE GABA5

09 CNU−LGE GABA7

14 HY Glut12

29 CB Glut17

26 P GABA16

22 MB−HB Sero14

31 OPC−Oligo18

548

  9

  9

  5

  5

  4

  4

  3

  3

  2

  2

  2

  2

  2

  1

  1

  1

  1

0.9859489

0.7455556

0.6300000

0.7520000

0.6240000

0.9150000

0.8525000

0.8500000

0.6833333

0.8100000

0.8050000

0.7650000

0.7250000

0.5250000

1.0000000

0.9300000

0.8600000

0.2700000

Cluster 10

class_name

02 NP−CT−L6b Glut2

cell_count

01 IT−ET Glut1

avg_prob

10 LSX GABA6

24 MY Glut12

08 CNU−MGE GABA4

13 CNU−HYa Glut9

11 CNU−HYa GABA7

05 OB−IMN GABA3

14 HY Glut10

09 CNU−LGE GABA5

19 MB Glut11

30 Astro−Epen13

12 HY GABA8

414

  9

  7

  3

  3

  2

  1

  1

  1

  1

  1

  1

  1

0.9891787

0.8233333

0.7714286

0.8833333

0.7166667

1.0000000

0.9800000

0.9400000

0.6400000

0.6200000

0.5300000

0.5000000

0.3800000

Cluster 11

class_name

01 IT−ET Glut1

cell_count

13 CNU−HYa Glut5

avg_prob

05 OB−IMN GABA2

10 LSX GABA3

24 MY Glut6

11 CNU−HYa GABA4

419

  2

  2

  1

  1

  1

0.9946301

0.7950000

0.7100000

1.0000000

0.9300000

0.8300000

Cluster 12

class_name

08 CNU−MGE GABA5

cell_count

13 CNU−HYa Glut10

avg_prob

11 CNU−HYa GABA8

12 HY GABA9

14 HY Glut11

10 LSX GABA7

24 MY Glut15

27 MY GABA16

05 OB−IMN GABA3

07 CTX−MGE GABA4

01 IT−ET Glut1

09 CNU−LGE GABA6

19 MB Glut12

02 NP−CT−L6b Glut2

23 P Glut14

20 MB GABA13

114

 82

 75

 28

 25

 21

 19

  6

  6

  5

  3

  2

  2

  1

  1

  1

0.9850877

0.9901220

0.9716000

0.9478571

0.9852000

0.9342857

0.9015789

0.9350000

0.7683333

0.9560000

0.6266667

0.8900000

0.8200000

1.0000000

1.0000000

0.7600000

Cluster 13

class_name

09 CNU−LGE GABA4

cell_count

11 CNU−HYa GABA6

avg_prob

05 OB−IMN GABA2

08 CNU−MGE GABA3

24 MY Glut10

01 IT−ET Glut1

10 LSX GABA5

13 CNU−HYa Glut8

14 HY Glut9

12 HY GABA7

336

  9

  6

  2

  2

  1

  1

  1

  1

  1

0.9868452

0.9755556

0.9666667

0.8350000

0.7700000

1.0000000

1.0000000

1.0000000

0.8100000

0.6200000

Cluster 14

class_name

07 CTX−MGE GABA4

cell_count

08 CNU−MGE GABA5

avg_prob

11 CNU−HYa GABA8

24 MY Glut16

09 CNU−LGE GABA6

12 HY GABA9

02 NP−CT−L6b Glut2

13 CNU−HYa Glut10

05 OB−IMN GABA3

10 LSX GABA7

01 IT−ET Glut1

19 MB Glut13

26 P GABA17

18 TH Glut12

20 MB GABA14

14 HY Glut11

23 P Glut15

245

 57

 19

  6

  4

  4

  4

  3

  2

  2

  2

  2

  2

  1

  1

  1

  1

0.9727347

0.9805263

0.9405263

0.7416667

1.0000000

0.8575000

0.5475000

0.8000000

0.9900000

0.9450000

0.6500000

0.5350000

0.3800000

0.9400000

0.6700000

0.5800000

0.5600000

Cluster 15

class_name

11 CNU−HYa GABA9

cell_count

08 CNU−MGE GABA6

avg_prob

24 MY Glut16

27 MY GABA18

14 HY Glut12

01 IT−ET Glut1

13 CNU−HYa Glut11

12 HY GABA10

09 CNU−LGE GABA7

10 LSX GABA8

05 OB−IMN GABA4

20 MB GABA14

26 P GABA17

23 P Glut15

31 OPC−Oligo19

02 NP−CT−L6b Glut2

19 MB Glut13

07 CTX−MGE GABA5

03 OB−CR Glut3

211

 26

 23

 16

 14

 13

 13

 13

  5

  4

  3

  3

  2

  1

  1

  1

  1

  1

  1

0.9651185

0.9734615

0.9495652

0.8981250

0.9471429

0.9907692

0.9176923

0.8515385

0.8200000

0.6500000

0.7033333

0.4733333

0.8300000

1.0000000

1.0000000

0.7900000

0.4300000

0.3900000

0.3100000

Cluster 16

class_name

34 Immune14

cell_count

05 OB−IMN GABA3

avg_prob

33 Vascular13

09 CNU−LGE GABA5

11 CNU−HYa GABA6

20 MB GABA9

02 NP−CT−L6b Glut2

08 CNU−MGE GABA4

27 MY GABA10

01 IT−ET Glut1

31 OPC−Oligo12

13 CNU−HYa Glut7

30 Astro−Epen11

14 HY Glut8

306

 15

 11

  5

  3

  3

  1

  1

  1

  1

  1

  1

  1

  1

0.9966993

0.9700000

0.9972727

0.9940000

1.0000000

0.7466667

1.0000000

1.0000000

1.0000000

0.9600000

0.9400000

0.7800000

0.5900000

0.5700000

Cluster 17

class_name

11 CNU−HYa GABA10

cell_count

12 HY GABA11

avg_prob

24 MY Glut19

08 CNU−MGE GABA7

13 CNU−HYa Glut12

27 MY GABA21

10 LSX GABA9

19 MB Glut15

05 OB−IMN GABA5

20 MB GABA16

26 P GABA20

14 HY Glut13

07 CTX−MGE GABA6

18 TH Glut14

29 CB Glut22

09 CNU−LGE GABA8

01 IT−ET Glut1

23 P Glut18

02 NP−CT−L6b Glut2

03 OB−CR Glut3

22 MB−HB Sero17

31 OPC−Oligo24

30 Astro−Epen23

04 DG−IMN Glut4

60

42

35

30

30

21

16

15

14

14

13

10

 7

 7

 6

 5

 4

 4

 2

 1

 1

 1

 1

 1

0.8265000

0.7388095

0.7248571

0.8560000

0.8056667

0.8790476

0.8612500

0.6246667

0.7978571

0.6335714

0.5984615

0.7430000

0.8742857

0.7842857

1.0000000

0.7300000

0.7375000

0.5275000

0.6950000

1.0000000

1.0000000

0.6000000

0.5900000

0.3700000

Cluster 18

class_name

08 CNU−MGE GABA3

cell_count

11 CNU−HYa GABA6

avg_prob

24 MY Glut10

09 CNU−LGE GABA4

05 OB−IMN GABA2

13 CNU−HYa Glut8

10 LSX GABA5

14 HY Glut9

12 HY GABA7

01 IT−ET Glut1

296

 19

 10

  3

  3

  2

  2

  1

  1

  1

0.9872635

0.9289474

0.7580000

1.0000000

0.7933333

1.0000000

0.9900000

1.0000000

0.6200000

0.5000000

Cluster 19

class_name

05 OB−IMN GABA1

cell_count

11 CNU−HYa GABA4

avg_prob

12 HY GABA5

09 CNU−LGE GABA2

13 CNU−HYa Glut6

10 LSX GABA3

14 HY Glut7

287

  4

  3

  3

  1

  1

  1

0.9967247

0.8500000

1.0000000

0.8233333

0.9700000

0.9100000

0.5000000

Cluster 20

class_name

31 OPC−Oligo13

cell_count

05 OB−IMN GABA2

avg_prob

11 CNU−HYa GABA6

09 CNU−LGE GABA4

10 LSX GABA5

13 CNU−HYa Glut8

14 HY Glut9

12 HY GABA7

24 MY Glut11

27 MY GABA12

01 IT−ET Glut1

08 CNU−MGE GABA3

20 MB GABA10

138

 98

 15

 11

  4

  3

  3

  3

  3

  2

  1

  1

  1

0.9924638

0.9858163

0.8773333

0.9154545

1.0000000

0.9966667

0.8700000

0.8166667

0.7233333

0.8100000

1.0000000

1.0000000

0.9600000

Cluster 21

class_name

09 CNU−LGE GABA4

cell_count

05 OB−IMN GABA2

avg_prob

11 CNU−HYa GABA6

12 HY GABA7

10 LSX GABA5

01 IT−ET Glut1

07 CTX−MGE GABA3

19 MB Glut8

176

 68

 13

  4

  2

  1

  1

  1

0.9976136

0.9858824

0.9092308

0.9350000

0.9900000

0.9900000

0.7200000

0.4500000

Cluster 22

class_name

09 CNU−LGE GABA8

cell_count

11 CNU−HYa GABA10

avg_prob

01 IT−ET Glut1

05 OB−IMN GABA5

20 MB GABA16

10 LSX GABA9

12 HY GABA11

13 CNU−HYa Glut12

19 MB Glut15

24 MY Glut17

08 CNU−MGE GABA7

26 P GABA18

18 TH Glut14

02 NP−CT−L6b Glut2

03 OB−CR Glut3

27 MY GABA19

04 DG−IMN Glut4

06 CTX−CGE GABA6

28 CB GABA20

14 HY Glut13

123

 37

 15

 14

 11

 10

 10

  7

  7

  6

  4

  4

  3

  2

  2

  2

  1

  1

  1

  1

0.9064228

0.7532432

0.8480000

0.7500000

0.5627273

0.8130000

0.5260000

0.8171429

0.5600000

0.7433333

0.9075000

0.6250000

0.7933333

0.7600000

0.7350000

0.7150000

0.8600000

0.7000000

0.5200000

0.4000000

Cluster 23

class_name

05 OB−IMN GABA2

cell_count

13 CNU−HYa Glut6

avg_prob

01 IT−ET Glut1

08 CNU−MGE GABA3

12 HY GABA5

09 CNU−LGE GABA4

226

  2

  1

  1

  1

  1

0.9950442

0.8050000

1.0000000

1.0000000

1.0000000

0.6100000

Cluster 24
class_name

09 CNU−LGE GABA4

cell_count

11 CNU−HYa GABA5

avg_prob

12 HY GABA6

05 OB−IMN GABA2

19 MB Glut8

24 MY Glut11

14 HY Glut7

01 IT−ET Glut1

23 P Glut10

08 CNU−MGE GABA3

20 MB GABA9

213

  4

  2

  2

  1

  1

  1

  1

  1

  1

  1

0.9846479

0.8350000

0.9100000

0.7850000

1.0000000

1.0000000

0.9900000

0.9800000

0.8900000

0.8600000

0.6800000

Cluster 25

class_name

05 OB−IMN GABA1

cell_count

09 CNU−LGE GABA2

avg_prob

13 CNU−HYa Glut4

12 HY GABA3

210

  2

  1

  1

0.9997143

0.9800000

0.9700000

0.6900000

Cluster 26

class_name

31 OPC−Oligo12

cell_count

11 CNU−HYa GABA6

avg_prob

24 MY Glut10

12 HY GABA7

09 CNU−LGE GABA4

10 LSX GABA5

08 CNU−MGE GABA3

15 HY Gnrh1 Glut8

01 IT−ET Glut1

27 MY GABA11

05 OB−IMN GABA2

23 P Glut9

174

  6

  3

  3

  2

  2

  1

  1

  1

  1

  1

  1

0.9901149

0.7783333

0.8100000

0.6433333

0.9050000

0.8000000

1.0000000

1.0000000

0.9900000

0.8100000

0.6500000

0.4800000

Cluster 27

class_name

03 OB−CR Glut3

cell_count

13 CNU−HYa Glut8

avg_prob

01 IT−ET Glut1

10 LSX GABA6

02 NP−CT−L6b Glut2

24 MY Glut12

29 CB Glut13

07 CTX−MGE GABA4

11 CNU−HYa GABA7

23 P Glut11

19 MB Glut10

09 CNU−LGE GABA5

14 HY Glut9

114

 27

 16

  3

  3

  3

  1

  1

  1

  1

  1

  1

  1

0.9879825

0.9888889

0.8906250

0.8933333

0.8900000

0.6933333

1.0000000

0.9800000

0.9200000

0.9200000

0.5300000

0.5200000

0.4900000

Cluster 28 class_name

06 CTX−CGE GABA4

cell_count

07 CTX−MGE GABA5

avg_prob

13 CNU−HYa Glut11

09 CNU−LGE GABA7

02 NP−CT−L6b Glut2

01 IT−ET Glut1

24 MY Glut13

08 CNU−MGE GABA6

12 HY GABA10

05 OB−IMN GABA3

11 CNU−HYa GABA9

10 LSX GABA8

20 MB GABA12

27 MY GABA15

26 P GABA14

120

  8

  3

  2

  2

  2

  2

  1

  1

  1

  1

  1

  1

  1

  1

0.9681667

1.0000000

0.5633333

1.0000000

0.9900000

0.7750000

0.5050000

1.0000000

1.0000000

0.9900000

0.9800000

0.8900000

0.8700000

0.7000000

0.5000000

Cluster 29

class_name

10 LSX GABA4

cell_count

11 CNU−HYa GABA5

avg_prob

08 CNU−MGE GABA2

13 CNU−HYa Glut6

09 CNU−LGE GABA3

24 MY Glut7

05 OB−IMN GABA1

71

63

 4

 2

 2

 1

 1

0.9804225

0.9766667

1.0000000

1.0000000

0.9950000

0.9900000

0.7000000

Cluster 30

class_name

05 OB−IMN GABA1

cell_count

139

avg_prob

0.9999281

Cluster 31

class_name

30 Astro−Epen9

cell_count

09 CNU−LGE GABA3

avg_prob

05 OB−IMN GABA1

08 CNU−MGE GABA2

24 MY Glut8

11 CNU−HYa GABA5

10 LSX GABA4

14 HY Glut7

32 OEC11

33 Vascular12

31 OPC−Oligo10

12 HY GABA6

80

10

 7

 4

 3

 2

 2

 1

 1

 1

 1

 1

0.9726250

0.8820000

0.9228571

0.8275000

0.7333333

0.9500000

0.8650000

1.0000000

1.0000000

1.0000000

0.7800000

0.5300000

Cluster 32

class_name

01 IT−ET Glut1

cell_count

24 MY Glut7

avg_prob

11 CNU−HYa GABA4

03 OB−CR Glut2

13 CNU−HYa Glut5

14 HY Glut6

07 CTX−MGE GABA3

92

 5

 2

 1

 1

 1

 1

0.9940217

0.7520000

0.9800000

1.0000000

1.0000000

1.0000000

0.7100000

Cluster 33
class_name

05 OB−IMN GABA1

cell_count

10 LSX GABA2

avg_prob

13 CNU−HYa Glut4

14 HY Glut5

24 MY Glut6

12 HY GABA3

90

 2

 1

 1

 1

 1

0.9895556

1.0000000

1.0000000

1.0000000

0.9700000

0.6700000

Cluster 34

class_name

09 CNU−LGE GABA6

cell_count

11 CNU−HYa GABA8

avg_prob

12 HY GABA9

01 IT−ET Glut1

08 CNU−MGE GABA5

13 CNU−HYa Glut10

05 OB−IMN GABA3

14 HY Glut11

10 LSX GABA7

27 MY GABA15

29 CB Glut16

02 NP−CT−L6b Glut2

26 P GABA14

17 MH−LH Glut12

31 OPC−Oligo17

33 Vascular18

06 CTX−CGE GABA4

24 MY Glut13

19

17

12

 8

 7

 4

 3

 3

 3

 3

 2

 2

 2

 1

 1

 1

 1

 1

0.9368421

0.9841176

0.8833333

0.8912500

0.9957143

0.8775000

1.0000000

0.9966667

0.9833333

0.8100000

1.0000000

0.9000000

0.4550000

1.0000000

1.0000000

1.0000000

0.9900000

0.8900000

Cluster 35

class_name

18 TH Glut4

cell_count

19 MB Glut5

avg_prob

24 MY Glut6

09 CNU−LGE GABA3

01 IT−ET Glut1

08 CNU−MGE GABA2

65

 4

 4

 1

 1

 1

0.9966154

0.9925000

0.9400000

0.5300000

0.4900000

0.3900000

Cluster 36
class_name

05 OB−IMN GABA1

cell_count

09 CNU−LGE GABA2

avg_prob

11 CNU−HYa GABA3

12 HY GABA4

58

 3

 2

 1

0.9984483

0.8000000

0.9550000

0.8800000

Cluster 37
class_name

31 OPC−Oligo1

cell_count

34 Immune2

avg_prob

41

 2

0.9626829

0.7450000

Cluster 38
class_name

05 OB−IMN GABA1

cell_count

26

avg_prob

0.9992308

Cluster 39


