
class_name

31 OPC−Oligo25

cell_count

09 CNU−LGE GABA8

avg_prob

11 CNU−HYa GABA10

10 LSX GABA9

05 OB−IMN GABA5

34 Immune27

12 HY GABA11

33 Vascular26

13 CNU−HYa Glut12

01 IT−ET Glut1

08 CNU−MGE GABA7

30 Astro−Epen24

20 MB GABA16

14 HY Glut13

04 DG−IMN Glut4

26 P GABA21

07 CTX−MGE GABA6

02 NP−CT−L6b Glut2

03 OB−CR Glut3

18 TH Glut14

29 CB Glut23

19 MB Glut15

24 MY Glut19

23 P Glut18

22 MB−HB Sero17

25 Pineal Glut20

27 MY GABA22

9448

  51

  33

  31

  25

  13

  13

  11

  10

   9

   9

   8

   5

   4

   3

   3

   2

   1

   1

   1

   1

   1

   1

   1

   1

   1

   1

0.9957758

0.9601961

0.8684848

0.9470968

0.8572000

0.8123077

0.7830769

0.8409091

0.9790000

0.9544444

0.9144444

0.8162500

0.6040000

0.7175000

0.6500000

0.6266667

0.7800000

1.0000000

1.0000000

1.0000000

0.9300000

0.8300000

0.7900000

0.7600000

0.7100000

0.6300000

0.2800000

Cluster 0
class_name

11 CNU−HYa GABA9

cell_count

13 CNU−HYa Glut11

avg_prob

14 HY Glut12

12 HY GABA10

10 LSX GABA8

24 MY Glut19

19 MB Glut15

08 CNU−MGE GABA6

09 CNU−LGE GABA7

20 MB GABA16

15 HY Gnrh1 Glut13

26 P GABA21

29 CB Glut24

18 TH Glut14

01 IT−ET Glut1

05 OB−IMN GABA4

27 MY GABA22

23 P Glut18

07 CTX−MGE GABA5

30 Astro−Epen25

03 OB−CR Glut3

22 MB−HB Sero17

25 Pineal Glut20

02 NP−CT−L6b Glut2

28 CB GABA23

3503

2086

 913

 754

 512

  58

  52

  49

  35

  27

  25

  14

  11

  10

  10

   7

   7

   6

   4

   4

   3

   2

   2

   2

   1

0.9694976

0.9769128

0.9706024

0.9304907

0.9228516

0.7625862

0.8332692

0.9008163

0.8814286

0.7011111

0.9800000

0.6150000

0.9836364

0.8160000

0.8080000

0.8900000

0.6528571

0.5950000

0.8975000

0.7950000

0.8833333

1.0000000

1.0000000

0.8250000

1.0000000

Cluster 1

class_name

09 CNU−LGE GABA7

cell_count

11 CNU−HYa GABA9

avg_prob

10 LSX GABA8

08 CNU−MGE GABA6

13 CNU−HYa Glut11

12 HY GABA10

14 HY Glut12

24 MY Glut17

01 IT−ET Glut1

06 CTX−CGE GABA4

20 MB GABA16

02 NP−CT−L6b Glut2

18 TH Glut14

05 OB−IMN GABA3

29 CB Glut21

26 P GABA18

07 CTX−MGE GABA5

17 MH−LH Glut13

19 MB Glut15

28 CB GABA20

27 MY GABA19

6738

 328

 256

  27

  26

  21

  12

  11

  10

   5

   3

   2

   2

   2

   2

   2

   1

   1

   1

   1

   1

0.9887355

0.8707927

0.8862109

0.8540741

0.7938462

0.8495238

0.7500000

0.7118182

0.7970000

0.9500000

0.4333333

1.0000000

1.0000000

0.8750000

0.7450000

0.6000000

1.0000000

1.0000000

1.0000000

0.6000000

0.5700000

Cluster 2
class_name

10 LSX GABA6

cell_count

11 CNU−HYa GABA7

avg_prob

12 HY GABA8

13 CNU−HYa Glut9

09 CNU−LGE GABA5

14 HY Glut10

24 MY Glut15

08 CNU−MGE GABA4

19 MB Glut13

05 OB−IMN GABA2

07 CTX−MGE GABA3

20 MB GABA14

31 OPC−Oligo19

18 TH Glut12

27 MY GABA18

26 P GABA17

04 DG−IMN Glut1

15 HY Gnrh1 Glut11

25 Pineal Glut16

6290

 468

  53

  29

  17

  14

  13

  11

   5

   4

   4

   3

   3

   2

   2

   2

   1

   1

   1

0.9889650

0.9059402

0.8422642

0.8248276

0.7664706

0.8621429

0.7330769

0.8400000

0.6200000

0.7500000

0.7450000

0.5733333

0.5566667

0.8150000

0.7450000

0.7100000

0.9900000

0.9300000

0.8900000

Cluster 3

class_name

30 Astro−Epen22

cell_count

10 LSX GABA9

avg_prob

11 CNU−HYa GABA10

09 CNU−LGE GABA8

13 CNU−HYa Glut12

08 CNU−MGE GABA7

12 HY GABA11

05 OB−IMN GABA4

14 HY Glut13

31 OPC−Oligo23

01 IT−ET Glut1

24 MY Glut18

07 CTX−MGE GABA6

02 NP−CT−L6b Glut2

20 MB GABA17

19 MB Glut16

17 MH−LH Glut14

18 TH Glut15

33 Vascular24

06 CTX−CGE GABA5

29 CB Glut21

25 Pineal Glut19

26 P GABA20

04 DG−IMN Glut3

4501

 377

 250

 116

 102

  85

  61

  44

  21

  19

   6

   5

   4

   4

   3

   3

   2

   2

   2

   1

   1

   1

   1

   1

0.9898112

0.9588859

0.9083200

0.9110345

0.9526471

0.9561176

0.9098361

0.8620455

0.9190476

0.8431579

0.9400000

0.7740000

1.0000000

0.9875000

0.6133333

0.5100000

0.9950000

0.9950000

0.9950000

1.0000000

0.9900000

0.9500000

0.8000000

0.5000000

Cluster 4

class_name

08 CNU−MGE GABA5

cell_count

11 CNU−HYa GABA8

avg_prob

06 CTX−CGE GABA3

10 LSX GABA7

12 HY GABA9

09 CNU−LGE GABA6

24 MY Glut15

13 CNU−HYa Glut10

14 HY Glut11

07 CTX−MGE GABA4

31 OPC−Oligo19

20 MB GABA14

19 MB Glut13

05 OB−IMN GABA2

26 P GABA16

27 MY GABA17

18 TH Glut12

01 IT−ET Glut1

28 CB GABA18

4128

 416

 276

  71

  49

  46

  41

  14

  10

   8

   7

   6

   5

   4

   3

   3

   2

   2

   1

0.9864995

0.9320192

0.9942029

0.8683099

0.9259184

0.9236957

0.8336585

0.8242857

0.8770000

0.7750000

0.7585714

0.7833333

0.6600000

0.9925000

0.9833333

0.5333333

0.8650000

0.7300000

1.0000000

Cluster 5 class_name

34 Immune21

cell_count

09 CNU−LGE GABA6

avg_prob

10 LSX GABA7

11 CNU−HYa GABA8

13 CNU−HYa Glut10

08 CNU−MGE GABA5

12 HY GABA9

31 OPC−Oligo18

14 HY Glut11

30 Astro−Epen17

01 IT−ET Glut1

05 OB−IMN GABA4

19 MB Glut13

33 Vascular20

18 TH Glut12

02 NP−CT−L6b Glut2

03 OB−CR Glut3

22 MB−HB Sero15

20 MB GABA14

24 MY Glut16

32 OEC19

3936

 286

 141

 139

  51

  37

  29

  16

  15

  12

   7

   7

   5

   4

   2

   1

   1

   1

   1

   1

   1

0.9938110

0.9847902

0.9804255

0.9578417

0.9703922

0.9659459

0.9179310

0.8568750

0.9493333

0.8025000

0.9942857

0.8971429

0.6420000

0.9450000

1.0000000

1.0000000

1.0000000

1.0000000

0.6200000

0.6100000

0.4400000

Cluster 6

class_name

09 CNU−LGE GABA5

cell_count

11 CNU−HYa GABA7

avg_prob

10 LSX GABA6

13 CNU−HYa Glut9

08 CNU−MGE GABA4

12 HY GABA8

24 MY Glut13

01 IT−ET Glut1

23 P Glut12

18 TH Glut11

02 NP−CT−L6b Glut2

07 CTX−MGE GABA3

14 HY Glut10

3910

 161

  36

  21

  12

   6

   3

   2

   2

   2

   1

   1

   1

0.9906777

0.8899379

0.8911111

0.9233333

0.8266667

0.6800000

0.6100000

1.0000000

0.6000000

0.4750000

1.0000000

0.9400000

0.9100000

Cluster 7

class_name

09 CNU−LGE GABA5

cell_count

11 CNU−HYa GABA7

avg_prob

10 LSX GABA6

05 OB−IMN GABA3

13 CNU−HYa Glut9

12 HY GABA8

08 CNU−MGE GABA4

24 MY Glut14

01 IT−ET Glut1

26 P GABA15

14 HY Glut10

02 NP−CT−L6b Glut2

18 TH Glut11

20 MB GABA13

19 MB Glut12

27 MY GABA16

28 CB GABA17

3858

  78

  41

  20

  18

  12

  10

   4

   3

   3

   2

   1

   1

   1

   1

   1

   1

0.9929705

0.8719231

0.9046341

0.9255000

0.8472222

0.8075000

0.9190000

0.6525000

0.9400000

0.5566667

1.0000000

1.0000000

1.0000000

0.8900000

0.6700000

0.4900000

0.4700000

Cluster 8

class_name

09 CNU−LGE GABA3

cell_count

11 CNU−HYa GABA5

avg_prob

10 LSX GABA4

12 HY GABA6

08 CNU−MGE GABA2

13 CNU−HYa Glut7

05 OB−IMN GABA1

14 HY Glut8

24 MY Glut10

19 MB Glut9

3856

  71

  64

  15

   9

   7

   6

   5

   2

   2

0.9953631

0.8654930

0.9328125

0.8020000

0.9666667

0.8814286

0.8650000

0.9080000

0.8300000

0.4750000

Cluster 9
class_name

11 CNU−HYa GABA7

cell_count

12 HY GABA8

avg_prob

14 HY Glut10

08 CNU−MGE GABA4

13 CNU−HYa Glut9

10 LSX GABA6

09 CNU−LGE GABA5

24 MY Glut14

19 MB Glut11

20 MB GABA12

07 CTX−MGE GABA3

23 P Glut13

26 P GABA15

01 IT−ET Glut1

06 CTX−CGE GABA2

2807

 782

 206

  61

  54

  53

  19

   9

   5

   5

   3

   3

   3

   2

   1

0.9871999

0.9753964

0.9754854

0.9557377

0.9570370

0.8620755

0.8452632

0.8311111

0.8840000

0.7280000

1.0000000

0.7400000

0.6100000

0.7000000

1.0000000

Cluster 10 class_name

10 LSX GABA6

cell_count

11 CNU−HYa GABA7

avg_prob

09 CNU−LGE GABA5

12 HY GABA8

14 HY Glut10

13 CNU−HYa Glut9

08 CNU−MGE GABA4

05 OB−IMN GABA2

01 IT−ET Glut1

31 OPC−Oligo16

30 Astro−Epen15

28 CB GABA14

20 MB GABA12

19 MB Glut11

07 CTX−MGE GABA3

24 MY Glut13

3543

 150

  29

  23

  20

   9

   5

   5

   3

   2

   1

   1

   1

   1

   1

   1

0.9956590

0.9607333

0.8900000

0.8713043

0.9725000

0.9700000

0.9000000

0.7920000

0.8633333

1.0000000

1.0000000

0.9300000

0.9200000

0.6800000

0.5200000

0.4600000

Cluster 11

class_name

10 LSX GABA7

cell_count

11 CNU−HYa GABA8

avg_prob

08 CNU−MGE GABA5

12 HY GABA9

09 CNU−LGE GABA6

24 MY Glut16

13 CNU−HYa Glut10

20 MB GABA14

05 OB−IMN GABA2

14 HY Glut11

26 P GABA17

19 MB Glut13

27 MY GABA18

31 OPC−Oligo19

07 CTX−MGE GABA4

17 MH−LH Glut12

01 IT−ET Glut1

23 P Glut15

06 CTX−CGE GABA3

2150

1216

  21

  18

  17

  11

   8

   4

   4

   3

   3

   2

   2

   2

   1

   1

   1

   1

   1

0.9750047

0.9345313

0.8280952

0.8066667

0.7629412

0.6609091

0.8900000

0.7825000

0.5725000

0.8266667

0.5400000

0.7950000

0.7750000

0.5450000

1.0000000

1.0000000

0.9000000

0.5000000

0.4500000

Cluster 12

class_name

10 LSX GABA4

cell_count

11 CNU−HYa GABA5

avg_prob

12 HY GABA6

13 CNU−HYa Glut7

05 OB−IMN GABA1

09 CNU−LGE GABA3

14 HY Glut8

30 Astro−Epen14

08 CNU−MGE GABA2

31 OPC−Oligo15

24 MY Glut12

28 CB GABA13

18 TH Glut9

20 MB GABA11

19 MB Glut10

3060

  66

  16

  12

   7

   5

   2

   2

   1

   1

   1

   1

   1

   1

   1

0.9934183

0.9133333

0.8725000

0.8083333

0.9142857

0.8560000

0.9900000

0.8250000

1.0000000

0.9800000

0.8300000

0.7100000

0.5200000

0.4400000

0.2400000

Cluster 13
class_name

31 OPC−Oligo18

cell_count

09 CNU−LGE GABA5

avg_prob

11 CNU−HYa GABA7

10 LSX GABA6

08 CNU−MGE GABA4

13 CNU−HYa Glut9

24 MY Glut15

12 HY GABA8

14 HY Glut10

20 MB GABA13

18 TH Glut11

07 CTX−MGE GABA3

19 MB Glut12

05 OB−IMN GABA2

30 Astro−Epen17

26 P GABA16

22 MB−HB Sero14

02 NP−CT−L6b Glut1

2474

 206

 111

  77

  29

  25

  13

  11

   7

   5

   3

   2

   2

   1

   1

   1

   1

   1

0.9862247

0.9220388

0.8730631

0.9120779

0.8575862

0.8404000

0.7184615

0.7263636

0.8614286

0.6020000

0.9933333

0.7550000

0.7350000

1.0000000

0.7800000

0.6500000

0.6400000

0.5500000

Cluster 14
class_name

09 CNU−LGE GABA8

cell_count

10 LSX GABA9

avg_prob

11 CNU−HYa GABA10

13 CNU−HYa Glut12

12 HY GABA11

14 HY Glut13

08 CNU−MGE GABA7

31 OPC−Oligo21

05 OB−IMN GABA4

19 MB Glut17

18 TH Glut16

24 MY Glut20

01 IT−ET Glut1

20 MB GABA18

07 CTX−MGE GABA6

23 P Glut19

02 NP−CT−L6b Glut2

06 CTX−CGE GABA5

15 HY Gnrh1 Glut14

33 Vascular22

34 Immune23

03 OB−CR Glut3

16 HY MM Glut15

1136

 621

 550

 186

 112

  68

  54

  31

   9

   8

   7

   7

   6

   4

   3

   2

   1

   1

   1

   1

   1

   1

   1

0.9812412

0.9715137

0.9471273

0.9722043

0.9050000

0.9042647

0.9727778

0.7722581

0.8433333

0.8337500

0.8742857

0.6914286

0.8466667

0.3900000

0.7700000

0.6450000

1.0000000

1.0000000

1.0000000

1.0000000

1.0000000

0.9300000

0.7800000

Cluster 15

class_name

01 IT−ET Glut1

cell_count

10 LSX GABA10

avg_prob

11 CNU−HYa GABA11

09 CNU−LGE GABA9

13 CNU−HYa Glut13

04 DG−IMN Glut4

08 CNU−MGE GABA8

18 TH Glut15

02 NP−CT−L6b Glut2

29 CB Glut20

14 HY Glut14

24 MY Glut18

07 CTX−MGE GABA7

06 CTX−CGE GABA6

03 OB−CR Glut3

28 CB GABA19

19 MB Glut16

20 MB GABA17

05 OB−IMN GABA5

12 HY GABA12

2309

  47

  19

  15

  12

  11

   8

   7

   6

   5

   4

   3

   3

   3

   2

   2

   1

   1

   1

   1

0.9911304

0.8848936

0.8636842

0.9073333

0.9766667

0.9490909

0.7375000

0.8928571

0.8483333

1.0000000

0.7800000

0.9300000

0.8000000

0.7633333

1.0000000

0.9800000

0.9900000

0.9100000

0.9000000

0.7000000

Cluster 16

class_name

13 CNU−HYa Glut7

cell_count

08 CNU−MGE GABA2

avg_prob

10 LSX GABA4

11 CNU−HYa GABA5

14 HY Glut8

12 HY GABA6

24 MY Glut13

19 MB Glut10

09 CNU−LGE GABA3

23 P Glut12

20 MB GABA11

26 P GABA14

18 TH Glut9

01 IT−ET Glut1

30 Astro−Epen16

31 OPC−Oligo17

27 MY GABA15

1885

 128

 118

  94

  38

  30

  21

  11

   5

   2

   2

   2

   1

   1

   1

   1

   1

0.9912042

0.9772656

0.9476271

0.9621277

0.9368421

0.9270000

0.7557143

0.8227273

0.8880000

0.7800000

0.7450000

0.6550000

1.0000000

0.9700000

0.9100000

0.5300000

0.3800000

Cluster 17
class_name

11 CNU−HYa GABA8

cell_count

09 CNU−LGE GABA6

avg_prob

10 LSX GABA7

12 HY GABA9

14 HY Glut11

08 CNU−MGE GABA5

13 CNU−HYa Glut10

01 IT−ET Glut1

24 MY Glut15

20 MB GABA14

19 MB Glut13

05 OB−IMN GABA3

27 MY GABA17

18 TH Glut12

02 NP−CT−L6b Glut2

26 P GABA16

06 CTX−CGE GABA4

2045

 168

  49

  25

  13

   9

   8

   4

   4

   3

   2

   2

   2

   1

   1

   1

   1

0.9750513

0.8655357

0.8442857

0.7504000

0.8607692

0.9466667

0.8475000

0.8875000

0.6275000

0.4466667

0.7550000

0.6100000

0.5050000

1.0000000

0.9900000

0.3500000

0.3400000

Cluster 18

class_name

10 LSX GABA4

cell_count

11 CNU−HYa GABA5

avg_prob

09 CNU−LGE GABA3

13 CNU−HYa Glut7

01 IT−ET Glut1

12 HY GABA6

14 HY Glut8

08 CNU−MGE GABA2

18 TH Glut9

31 OPC−Oligo13

26 P GABA12

19 MB Glut10

24 MY Glut11

1522

  15

  14

   7

   5

   5

   4

   3

   2

   2

   2

   1

   1

0.9931669

0.9046667

0.8085714

0.8128571

0.9320000

0.7500000

0.8300000

0.8833333

0.7750000

0.7650000

0.7450000

1.0000000

0.6900000

Cluster 19

class_name

08 CNU−MGE GABA5

cell_count

07 CTX−MGE GABA4

avg_prob

05 OB−IMN GABA2

10 LSX GABA7

11 CNU−HYa GABA8

12 HY GABA9

09 CNU−LGE GABA6

24 MY Glut12

13 CNU−HYa Glut10

06 CTX−CGE GABA3

29 CB Glut14

01 IT−ET Glut1

14 HY Glut11

26 P GABA13

786

180

 57

 32

 24

 15

  9

  3

  2

  2

  1

  1

  1

  1

0.9820102

0.9843889

0.9815789

0.8943750

0.9029167

0.8453333

0.8588889

0.7066667

1.0000000

0.8200000

1.0000000

0.9700000

0.9100000

0.3100000

Cluster 20 class_name

09 CNU−LGE GABA6

cell_count

31 OPC−Oligo15

avg_prob

30 Astro−Epen14

11 CNU−HYa GABA8

10 LSX GABA7

08 CNU−MGE GABA5

13 CNU−HYa Glut9

24 MY Glut13

05 OB−IMN GABA3

14 HY Glut10

02 NP−CT−L6b Glut1

07 CTX−MGE GABA4

18 TH Glut11

20 MB GABA12

04 DG−IMN Glut2

652

107

 62

 35

 30

  8

  7

  5

  3

  2

  1

  1

  1

  1

  1

0.9708896

0.9557009

0.8322581

0.8508571

0.9070000

0.8350000

0.8114286

0.8100000

0.6866667

0.9750000

1.0000000

1.0000000

0.9700000

0.6200000

0.2900000

Cluster 21
class_name

05 OB−IMN GABA4

cell_count

33 Vascular18

avg_prob

09 CNU−LGE GABA7

10 LSX GABA8

11 CNU−HYa GABA9

13 CNU−HYa Glut11

12 HY GABA10

08 CNU−MGE GABA6

30 Astro−Epen15

32 OEC17

01 IT−ET Glut1

31 OPC−Oligo16

14 HY Glut12

06 CTX−CGE GABA5

15 HY Gnrh1 Glut13

04 DG−IMN Glut3

19 MB Glut14

03 OB−CR Glut2

469

235

 41

 22

 14

  7

  6

  4

  4

  4

  3

  3

  3

  1

  1

  1

  1

  1

0.9903198

0.9942979

0.9341463

0.9409091

0.9164286

0.9442857

0.8866667

1.0000000

0.9850000

0.9325000

1.0000000

0.8300000

0.8000000

1.0000000

1.0000000

0.9900000

0.7000000

0.4700000

Cluster 22

class_name

13 CNU−HYa Glut9

cell_count

10 LSX GABA6

avg_prob

09 CNU−LGE GABA5

11 CNU−HYa GABA7

14 HY Glut10

24 MY Glut13

08 CNU−MGE GABA4

12 HY GABA8

01 IT−ET Glut1

19 MB Glut12

15 HY Gnrh1 Glut11

31 OPC−Oligo15

03 OB−CR Glut2

30 Astro−Epen14

07 CTX−MGE GABA3

685

 26

 26

 17

 16

 12

  7

  6

  4

  3

  2

  2

  1

  1

  1

0.9837226

0.8607692

0.8292308

0.8964706

0.9300000

0.8000000

0.9742857

0.7383333

0.7825000

0.9333333

0.9750000

0.8000000

1.0000000

0.9700000

0.9500000

Cluster 23

class_name

08 CNU−MGE GABA6

cell_count

11 CNU−HYa GABA9

avg_prob

07 CTX−MGE GABA5

12 HY GABA10

10 LSX GABA8

14 HY Glut12

09 CNU−LGE GABA7

13 CNU−HYa Glut11

02 NP−CT−L6b Glut2

01 IT−ET Glut1

06 CTX−CGE GABA4

31 OPC−Oligo13

05 OB−IMN GABA3

431

122

 93

 37

 28

 27

  8

  6

  2

  2

  1

  1

  1

0.9854988

0.9617213

0.9794624

0.9543243

0.9150000

0.9888889

0.7875000

0.8183333

0.9950000

0.9850000

1.0000000

1.0000000

0.9600000

Cluster 24

class_name

08 CNU−MGE GABA2

cell_count

11 CNU−HYa GABA5

avg_prob

10 LSX GABA4

24 MY Glut9

01 IT−ET Glut1

13 CNU−HYa Glut7

12 HY GABA6

18 TH Glut8

09 CNU−LGE GABA3

26 P GABA10

652

 25

 24

  4

  3

  2

  1

  1

  1

  1

0.9882822

0.8356000

0.8866667

0.5975000

0.9033333

0.9950000

0.9600000

0.9300000

0.6800000

0.6300000

Cluster 25

class_name

11 CNU−HYa GABA6

cell_count

13 CNU−HYa Glut8

avg_prob

14 HY Glut9

03 OB−CR Glut2

10 LSX GABA5

09 CNU−LGE GABA4

19 MB Glut11

12 HY GABA7

01 IT−ET Glut1

29 CB Glut18

27 MY GABA17

24 MY Glut15

08 CNU−MGE GABA3

17 MH−LH Glut10

20 MB GABA12

21 MB Dopa13

33 Vascular20

30 Astro−Epen19

26 P GABA16

23 P Glut14

438

105

 87

 27

 14

 10

  7

  5

  4

  3

  2

  2

  1

  1

  1

  1

  1

  1

  1

  1

0.9746119

0.9919048

0.9814943

0.9788889

0.8892857

0.7650000

0.9200000

0.9040000

0.7875000

1.0000000

1.0000000

0.6900000

1.0000000

1.0000000

1.0000000

1.0000000

1.0000000

0.8600000

0.7200000

0.6200000

Cluster 26

class_name

18 TH Glut8

cell_count

19 MB Glut9

avg_prob

13 CNU−HYa Glut5

14 HY Glut6

11 CNU−HYa GABA3

12 HY GABA4

24 MY Glut11

10 LSX GABA2

08 CNU−MGE GABA1

16 HY MM Glut7

20 MB GABA10

572

 30

 25

 16

  8

  6

  5

  4

  3

  2

  2

0.9848252

0.9040000

0.9324000

0.9500000

0.9175000

0.8300000

0.6020000

0.8925000

0.9033333

1.0000000

1.0000000

Cluster 27

class_name

02 NP−CT−L6b Glut2

cell_count

01 IT−ET Glut1

avg_prob

11 CNU−HYa GABA9

13 CNU−HYa Glut11

09 CNU−LGE GABA7

10 LSX GABA8

12 HY GABA10

03 OB−CR Glut3

24 MY Glut12

07 CTX−MGE GABA5

08 CNU−MGE GABA6

06 CTX−CGE GABA4

31 OPC−Oligo13

352

100

 14

  9

  8

  4

  3

  2

  2

  1

  1

  1

  1

0.9955966

0.9943000

0.8592857

0.9333333

0.9812500

0.8525000

0.6233333

1.0000000

0.7750000

1.0000000

0.9900000

0.9600000

0.9500000

Cluster 28

class_name

30 Astro−Epen8

cell_count

31 OPC−Oligo9

avg_prob

09 CNU−LGE GABA3

13 CNU−HYa Glut7

12 HY GABA6

11 CNU−HYa GABA5

05 OB−IMN GABA1

10 LSX GABA4

08 CNU−MGE GABA2

249

 45

  7

  3

  3

  2

  2

  2

  1

0.9637349

0.8144444

0.8514286

0.7900000

0.7833333

1.0000000

0.9750000

0.7900000

1.0000000

Cluster 29
class_name

31 OPC−Oligo8

cell_count

10 LSX GABA6

avg_prob

08 CNU−MGE GABA4

09 CNU−LGE GABA5

02 NP−CT−L6b Glut2

06 CTX−CGE GABA3

11 CNU−HYa GABA7

01 IT−ET Glut1

258

  8

  4

  3

  1

  1

  1

  1

0.9881008

0.8062500

0.8500000

0.6600000

1.0000000

1.0000000

1.0000000

0.9900000

Cluster 30
class_name

31 OPC−Oligo6

cell_count

34 Immune7

avg_prob

30 Astro−Epen5

09 CNU−LGE GABA1

13 CNU−HYa Glut4

11 CNU−HYa GABA2

12 HY GABA3

76

52

39

 5

 3

 2

 1

0.9028947

0.8584615

0.9735897

0.8680000

1.0000000

0.7200000

0.7000000

Cluster 31


