UMAP_2

UMAP_2

nCount_RNA

sensig_150 v2 conditions sensig_150 bin_pval logl0 sensig_150 bin_pad) log10

10 .
10~ . . 10 - 10 -
- .
’
B '
5 - ch 5 - 5 -
. 40 . 4 4
| s 20 N| - ® 2N old N| 3 N| 3
o o o
< ® 2N_yng < o < 5
0 = ® Dpl6 old = =
o o 1 DO 1
0 -20 0 - o DplG_yng 0 A 0
* .. o
. ';.‘. ns '..ﬁ'::-: .
‘ - Cog
..d\', o<
_5' kY - _5_ '.l_:’. - —5' _5-
-5 0 5 10 -5 0 5 10 -5 0 5 10 -5 0 5 10
UMAP_1 UMAP_1 UMAP_1 UMAP_1
sensig_150 bin_0.05 psig sensig_150 bin_0.05 gsig score by pval score by qval
4 - O WEeNoNSEEDGIBENO O
10 10
4- O 0 eONEEGIRERO
3_
54 5 3-
) )
< <
| N 2 status & status
(al} —’ —’
o hormal . < o normal t S 2- ¢ ummmmmEme © normal S normal
senescent = senescent o © senescent 22 © senescent
°] °] 7 7
"o 3 .‘* .
%t e e 1-
AR 1-
: ;0
_5 - _5 -
0- 0-
-5 0 5 10 -5 0 5 10 -20 0 20 40 ~20 0 20 40
UMAP_1 UMAP_1 sensig score sensig score
Top 25 sensig genes (pad)) _
© . . <. . Races” :
e . ® Bace2- [ yyr
oy - Igsf5 - -
30000- 30000- osrs- | Bachi - o
Bachl- [ Grik1 1 o
ciki- Rbm11 1 . .
rom11- [ Sim2 - : Average Expression
sim2- [ Btg3 .
3-[N Dnajc28 - . 0.4
pnajcs- [N Nrip1 - ®
20000 - _ ) _ < 20000 - _ . _ nrip1 - [ n Morc3 A o 0.0
sensig_150_bin_0.05_psig 5 sensig_150_bin_0.05_gsig vorcs- [ o Ifnarl - ®
| S -0.4
e normal = e normal o 'mari- [ = Mrpl39- o
[ 3 [ g Mrmpiso- ] @ App - o
g App - _ Slc5a3 1 o Percent Expressed
S 20000000 Cct8 - °
ces- NG Tiam1 - o 25
10000 - 10000 - Tiam1 - _ Hlcs 1 . ® 50
Hies- NG Donson A ° ® 75
ponson - | CryzI1- ®
cyz1- [ Tmem50b - °
tmemsob- [ 1120rb - .
oo - | Ncam2+ P
Neam2 - | Hmgn 1 - .
Hmgn1- [ Urb1 - .
0- 0 oot - - -
20 0 20 40 20 0 20 40 0.00 0.25 0.50 0.75 1.00 normal senescent

sensig_150_v2 sensig_150_v2 . mean_score . Identity



