
−8

−6

−4

−2

0 2 4
UMAP_1

U
M

A
P

_2

−20

0

20

sensig_150_v2

−6

−4

−2

0 1 2 3 4
UMAP_1

U
M

A
P

_2 2N_old
2N_yng
Dp16_old
Dp16_yng

conditions

−8

−6

−4

−2

0 2 4
UMAP_1

U
M

A
P

_2

1

2

3

4

sensig_150_bin_pval_log10

−8

−6

−4

−2

0 2 4
UMAP_1

U
M

A
P

_2

1

2

3

4

sensig_150_bin_padj_log10

−6

−4

−2

0 1 2 3 4
UMAP_1

U
M

A
P

_2

normal
senescent

sensig_150_bin_0.05_psig

−6

−4

−2

0 1 2 3 4
UMAP_1

U
M

A
P

_2

normal
senescent

sensig_150_bin_0.05_qsig

0

1

2

3

4

−20 0 20 40
sensig score

−L
og

10
(p

va
l)

status

normal
senescent

score by pval

0

1

2

3

4

−20 0 20 40
sensig score

−L
og

10
(q

va
l)

status

normal
senescent

score by qval

0

5000

10000

15000

20000

25000

−20 0 20 40
sensig_150_v2

nC
ou

nt
_R

N
A

sensig_150_bin_0.05_psig

normal

senescent

0

5000

10000

15000

20000

25000

−20 0 20 40
sensig_150_v2

nC
ou

nt
_R

N
A

sensig_150_bin_0.05_qsig

normal

senescent

Rwdd2b

D16Ertd472e

Hspa13

Bach1

Tiam1

Atp5o

Slc5a3

Lca5l

Itsn1

Mrps6

Cxadr

B3galt5

Grik1

Dscam

Nrip1

Sh3bgr

Hmgn1

Tmem50b

Igsf5

Cldn14

Chaf1b

Urb1

Gabpa

Rbm11

Ripk4

0.0 0.5 1.0 1.5 2.0
mean_score

ge
ne

Top 25 sensig genes (padj)

Rwdd2b
D16Ertd472e

Hspa13
Bach1
Tiam1
Atp5o

Slc5a3
Lca5l
Itsn1

Mrps6
Cxadr

B3galt5
Grik1

Dscam
Nrip1

Sh3bgr
Hmgn1

Tmem50b
Igsf5

Cldn14
Chaf1b

Urb1
Gabpa
Rbm11

Ripk4

normal senescent
Identity

F
ea

tu
re

s

Percent Expressed

0
25
50
75
100

−0.4

0.0

0.4

Average Expression


